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3 <110> APPLICANT: Wittamer, Valerie 

4 Communi, David 

5 Vandenbogaerde , Ann 

6 Detheux, Michel 

7 Parmentier , Marc 

9 <120> TITLE OF INVENTION: Natural Ligand of G 



<120> 
Thereof 
11 <130> 



Protein Coupled Receptor ChemR23 and 



FILE REFERENCE: 9409/2041 
<140> CURRENT APPLICATION NUMBER: US 09/905, 253A 
<141> CURRENT FILING DATE: 2002-06-10 
<150> PRIOR APPLICATION NUMBER: US 60/303,858 
<151> PRIOR FILING DATE: 2001-07-09 , . 

<160> NUMBER OF SEQ ID NOS : 38 
21 <170> SOFTWARE: Patentln version 3.0 
23 <210> SEQ ID NO: 1 
<211> LENGTH: 1112 

<212> TYPE: DNA . 
<213> ORGANISM: Homo sapiens 
<400> SEQUENCE: 1 . 

atggaggatg aagattacaa cacttccatc agttacggtg atgaataccc tgattattta 60 
gactccattg tggttttgga ggacttatcc cccttggaag ccagggtgac caggatcttc 120 
ctggtggtgg tctacagcat cgtctgcttc ctcgggattc tgggcaatgg tctggtgatc 180 
atcattgcca ccttcaagat gaagaagaca gtgaacatgg tctggttcct caacctggca 240 
gtggcagatt tcctgttcaa cgtcttcctc ccaatccata tcacctatgc cgccatggac 300 
taccactggg ttttcgggac agccatgtgc aagatcagca acttccttct catccacaac 360 
atgttcacca gcgtcttcct gctgaccatc atcagctctg accgctgcat ctctgtgctc 420 
ctccctgtct ggtcccagaa ccaccgcagc gttcgcctgg cttacatggc ctgcatggtc 480 
atctgggtcc tggctttctt cttgagttcc ccatctctcg tcttccggga cacagccaac 540 
ctgcatggga aaatatcctg cttcaacaac ttcagcctgt ccacacctgg gtcttcctcg 600 
tggcccactc actcccaaat ggaccctgtg gggtatagcc ggcacatggt ggtgactgtc 660 
acccgcttcc tctgtggctt cctggtccca gtcctcatca tcacagcttg ctacctcacc 720 
atcgtctgca aactgcagcg caaccgcctg gccaagacca agaagccctt caagattatt 780 
gtgaccatca tcattacctt cttcctctgc tggtgcccct accacacact caacctccta 840 
gagctccacc acactgccat gcctggctct gtcttcagcc tgggtttgcc cctggccact 900 
gcccttgcca ttgccaacag ctgcatgaac cccattctgt atgttttcat ggtcaggact 960 
tcaagaagtt caaggtggcc ctcttctctc gcctggtcaa tgctctaagt gaagatacag 1020 
gccactcttc ctaccccagc catagaagct ttaccaagat gtcaatgaat gagaggactt 1080 
ctatgaatga gagggagacc ggcatgcttt ga 1112 
<210> SEQ ID NO: 2 
<211> LENGTH: 371 
<212> TYPE: PRT 
71 <213> ORGANISM: Homo sapiens 
73 <400> SEQUENCE: 2 

75 Met Glu Asp Glu Asp Tyr Asn Thr Ser lie Ser Tyr Gly Asp Glu Tyr 
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149 <212> TYPE: DNA 

150 <213> ORGANISM: Mus mi 

152 <400> SEQUENCE: 3 

153 atggagtacg acgcttacaa 
155 ggctactttg tggacttgga 
157 ctggtggtga tctacagctt 
159 gtcatcgcca ccttcaagat 
161 gtggccgact tcctgttcaa 
163 taccactggg tgttcgggaa 
165 atgtacacca gcgtcttcct 
167 ctccccgtct ggtcccagaa 
169 gtctgggtcc tggctttctt 
171 attcatggga agataacctg 
173 catcccgccc actcgcaagt 
175 acccgcttcc tttgcggctt 
177 atcgtcttca agctgcagcg 
179 atcaccatca tcatcacctt 
181 gagctccacc acacagctgt 
183 gccgtcgcca tcgccaacag 
185 ttcagaaaat tcaaggtggc 
187 ggcccctcct cctaccccag 
189 gcttcggtga atgagaagga 

192 <210> SEQ ID NO: 4 

193 <211> LENGTH: 371 

194 <212> TYPE: PRT 

195 <213> ORGANISM: Mus mi 
197 <400> SEQUENCE: 4 
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cgactccggc 
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266 355 360 365 

268 Ser Thr Leu 

269 370 

271 <210> SEQ ID NO: 5 

272 <211> LENGTH: 1116 

273 <212> TYPE: DNA 

274 <213> ORGANISM: Rattus norvegicus 

276 <400> SEQUENCE: 5 

277 atggagtacg agggttacaa cgactccagc atetaeggtg aggagtattc tgaeggcteg 60 
279 gactacatcg tggacttgga ggaggcgggt ccactggagg ccaaggtggc cgaggtcttc 120 
281 ctggtggtaa tctacagctt ggtgtgcttc ctcgggatcc taggcaatgg cctggtgatt 180 
283 gtcatcgcca ccttcaagat gaagaagacg gtgaacaccg tgtggtttgt caacctggcc 240 
285 gtggctgact tcctgttcaa catcttcttg cccatccaca tcacctatgc cgctatggac 300 
287 taccactggg tgttcgggaa agccatgtgc aagattagta getttctget aagccacaac 360 
289 atgtacacca gcgtcttcct gctcactgtc atcagcttcg accgctgcat ctccgtgctc 420 
291 ctccccgtct ggtcccagaa ccaccgcagc gtgcgtctgg cctacatgac ctgcgtggtt 4 80 
293 gtctgggtct ggctttcttc tgagtctccc ccgtccctcg tetteggaca cgtcagcacc 540 
295 agecaeggga agataacctg cttcaacaac ttcagcctgg cggcgcccga gcctttctct 600 
297 cattccaccc acccgcgaac agacceggta gggtacagca gacatgtggc ggtcaccgtc 660 
299 acccgcttcc tctgtggctt cctgatcccc gtcttcatca tcacggcctg ttacctcacc 720 
301 ategtcttea agttgcagcg caaccgccag gccaagacca agaagecett caagatcatc 780 
303 atcaccatca tcatcacctt cttcctctgc tggtgcccct accacacact ctacctgctg 840 
305 gagctccacc acaeggctgt gccagcctct gtcttcagcc tgggactgee cctggccaca 900 
307 gccgtcgcca tcgccaacag ctgtatgaac cccatcctgt aegtcttcat gggccacgac 960 
309 ttcaaaaaat tcaaggtggc ccttttctcc cgcctggtga atgecctgag cgaggacaca 1020 
311 ggaccctcct cctaccccag tcacaggagc ttcaccaaga tgtcctcatt gattgagaag 1080 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/09/905 , 253A 



DATE: 06/17/2002 
TIME: 14:04:36 



Input Set : A:\Mzwl54 7.txt 

Output Set: N:\CRF3\06172002\I905253A.raw 



L:14 M:271 C: Current Filing Date differs, Replaced Current Filing Date 
L:528 M:220 C: Keyword misspelled or invalid format, <213> ORGANISM for SEQ ID# : 11 
L:541 M:220 C: Keyword misspelled or invalid format, <213> ORGANISM for SEQ ID#:12 
L:791 M:220 C: Keyword misspelled or invalid format, <213> ORGANISM for SEQ ID#:37 
L:804 M:220 C: Keyword misspelled or invalid format, <213> ORGANISM for SEQ ID#:38 
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